
Granulicatella adiacens str ATCC 49175 id GCA 000160675 1
Granulicatella adiacens str FDAARGOS 1477 id GCA 019931005 1

Granulicatella adiacens str ATCC 49175 id GCA 025150565 1
Granulicatella adiacens str 572 rep1 STHE id GCA 001073445 1
Granulicatella adiacens str 572 rep2 STHE id GCA 001071365 1

Granulicatella adiacens str p3 SID1692 id GCA 025150805 1
Granulicatella adiacens str A88 80 GA DSS id GCA 910575195 1

Granulicatella adiacens str A88 id GCA 910576065 1
Granulicatella adiacens str SRR9217422 mag bin 10 id GCA 905372625 1

Granulicatella adiacens str Granulicatella adiacens BgEED15 id GCA 901873425 1
Granulicatella adiacens str HMSC31F03 id GCA 001807725 1

Granulicatella adiacens str ERR589642 bin 94 CONCOCT v1 1 MAG id GCA 938028205 1
Granulicatella adiacens str HMSC30F09 id GCA 001806915 1

Granulicatella adiacens str KHUD 009 id GCA 025642215 1
Granulicatella adiacens str ERR1190736 bin 21 id GCA 905197865 1
Granulicatella adiacens str MGYG HGUT 04316 id GCA 902494015 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

Granulicat... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 18

num_genes_... sqrt 0 0 12.2474

num_genome... none 0 0 16

Granulicatella adiacens homd HMT 534
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2884) KNOWN (67)CAZyme

KNOWN (1867) UNKNOWN (1084)COG20 CATEGORY

KNOWN (1868) UNKNOWN (1083)COG20 FUNCTION

UNKNOWN (2551) KNOWN (400)COG20 PATHWAY

UNKNOWN (1587) KNOWN (1364)KEGG BRITE

UNKNOWN (2763) KNOWN (188)KEGG Class

UNKNOWN (2763) KNOWN (188)KEGG Module

UNKNOWN (1584) KNOWN (1367)KOfam

KNOWN (2076) UNKNOWN (875)Pfam


