Haematobacter missouriensis homd HMVIT 3710

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

- =

Haematobacter missouriensis str CCUG 52307 id GCA 000740775 1 - I. II
1|

Haematobacter missouriensis str QqBYd94U16 bin 6 MAG id GCA 943915015 1 I
Haematobacter missouriensis str H1892 id GCA 002196895 1 I

Haematobacter missouriensis str H2381 id GCA 002196905 1
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CAZyme  yninown @274 m kNOWN (63
COG20 CATEGORY g inown ass)  unknown s

COGZO FU NCTION B KNOWN (3499) UNKNOWN (858)
COGZO PATHWAY UNKNOWN (3485) ll KNOWN (872)
KEGG BRITE B KNOWN (2631) UNKNOWN (1726)

KEGG Class  ynknown @9 B KNOWN (559)

KEGG Module  juknvown (3798) ] KNOWN (559)

KOfam g known @esz)  uniown (1725

Pfam g «nown @sor)  unknown (7s0)




