Haemophilus aucreyl homd AM | 821

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Haemophilus ducreyi str CIP 54 2 id GCA 001043455 1 -
Haemophilus ducreyi str VAN2 id GCA 001647695 1 -
Haemophilus ducreyi str NCTC11483 id GCA 900637315 1 |||}
Haemophilus ducreyi str ATCC 33940 id GCA 900109315 1 |||}
Haemophilus ducreyi str CCUG 4438 id GCA 002015155 1 ([}
Haemophilus ducreyi str VAN5 id GCA 001647795 1
Haemophilus ducreyi str VAN4 id GCA 001647765 1
Haemophilus ducreyi str GHA9 id GCA 001647915 1
Haemophilus ducreyi str GHA3 id GCA 001647855 1
Haemophilus ducreyi str GHAS id GCA 001647875 1
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CAZyme - unknown (1710) [l KNOWN (41)
COG20 CATEGORY B KNOWN (1416) | UNKNOWN (335)

COG20 FUNCTION B KNOWN (1417) | | UNKNOWN (334)
COG20 PATHWAY  {uknown (1303) Jll KNOWN (448)
KEGG BRITE B KNOWN (1194) | UNKNOWN (557)

KEGG Class  ynknown 512 B KNOWN (239)

KEGG Module  jnknvown 1512 B KNOWN (239)

KOfam g unown (1196 unknown 56

Ptam g wnown (1479 unknown @72)




