
Haemophilus haemolyticus str ATCC 33390 id GCA 004368535 1
Haemophilus haemolyticus str CCUG 12834 id GCA 001679045 1

Haemophilus haemolyticus str HK386 id GCA 000262285 1
Haemophilus haemolyticus str 1P26 id GCA 001008215 1

Haemophilus haemolyticus str M19187 id GCA 003493605 1
Haemophilus haemolyticus str 2019 19 id GCA 019973675 1

Haemophilus haemolyticus str F0397 id GCA 000242295 1
Haemophilus haemolyticus str HI2028 id GCA 004368395 1

Haemophilus haemolyticus str M26164 id GCA 003494525 1
Haemophilus haemolyticus str M26156 id GCA 003490655 1
Haemophilus haemolyticus str M28908 id GCA 003494545 1

Haemophilus haemolyticus str L3 128 043G1 dasL3 128 043G1 concoct 21 id GCA 018373215 1
Haemophilus haemolyticus str M21127 id GCA 000222045 2
Haemophilus haemolyticus str M26174 id GCA 003493245 1

Haemophilus haemolyticus str NCTC10839 id GCA 900477945 1
Haemophilus haemolyticus str 16 549009 id GCA 004362455 1

Haemophilus haemolyticus str 3P5 id GCA 001008225 1
Haemophilus haemolyticus str M26160 id GCA 003494485 1
Haemophilus haemolyticus str M19066 id GCA 003494695 1

Haemophilus haemolyticus str 11P18 id GCA 001008205 1
Haemophilus haemolyticus str M28486 id GCA 003351625 1
Haemophilus haemolyticus str M11818 id GCA 003494635 1
Haemophilus haemolyticus str M19345 id GCA 003351405 1
Haemophilus haemolyticus str M26157 id GCA 003494105 1

Haemophilus haemolyticus str 27P25 id GCA 001008275 1
Haemophilus haemolyticus str M25342 id GCA 003493465 1
Haemophilus haemolyticus str M19099 id GCA 003490935 1

Haemophilus haemolyticus str CCUG 24149 id GCA 001679135 1
Haemophilus haemolyticus str CCUG 39154 id GCA 001679445 1

Haemophilus haemolyticus str M19201 id GCA 003494075 1
Haemophilus haemolyticus str M19079 id GCA 003490595 1
Haemophilus haemolyticus str M19528 id GCA 003494265 1
Haemophilus haemolyticus str M26161 id GCA 003493685 1
Haemophilus haemolyticus str M26176 id GCA 003493545 1
Haemophilus haemolyticus str M26166 id GCA 003492745 1
Haemophilus haemolyticus str M26173 id GCA 003490485 1
Haemophilus haemolyticus str M19140 id GCA 003490235 1
Haemophilus haemolyticus str M19071 id GCA 003493965 1
Haemophilus haemolyticus str M19135 id GCA 003494195 1
Haemophilus haemolyticus str M19122 id GCA 003493365 1
Haemophilus haemolyticus str M19155 id GCA 003490305 1
Haemophilus haemolyticus str M19080 id GCA 003494285 1
Haemophilus haemolyticus str M19346 id GCA 003352385 1
Haemophilus haemolyticus str M19197 id GCA 003492365 1
Haemophilus haemolyticus str M19161 id GCA 003494655 1
Haemophilus haemolyticus str M19164 id GCA 003491025 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

Haemophilu... none 90 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 35

num_genes_... sqrt 0 0 11.4018

num_genome... none 0 0 46

Haemophilus haemolyticus homd HMT 851
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4483) KNOWN (95)CAZyme

KNOWN (2752) UNKNOWN (1826)COG20 CATEGORY

KNOWN (2752) UNKNOWN (1826)COG20 FUNCTION

UNKNOWN (4027) KNOWN (551)COG20 PATHWAY

UNKNOWN (2592) KNOWN (1986)KEGG BRITE

UNKNOWN (4275) KNOWN (303)KEGG Class

UNKNOWN (4275) KNOWN (303)KEGG Module

UNKNOWN (2587) KNOWN (1991)KOfam

KNOWN (3079) UNKNOWN (1499)Pfam


