Haemophilus paranaemolyticus homd HM 1 9495
ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Haemophilus parahaemolyticus str HK385 id GCA 000262265 1 | [l

Haemophilus parahaemolyticus str CCUG 3716 id GCA 002015035 1 ‘

Haemophilus parahaemolyticus str NEB129 id GCA 008330025 1 [}

Haemophilus parahaemolyticus str FDAARGOS 1199 id GCA 016889385 1 |||l

Haemophilus parahaemolyticus str NCTC 8479 id GCA 900450675 1

Haemophilus parahaemolyticus str ERR1474568 bin 54 CONCOCT v1 1 MAG id GCA 938021905 1 |}
Haemophilus parahaemolyticus str NCTC10794 id GCA 900450875 1 ‘||\||

Haemophilus parahaemolyticus str 2010039593 id GCA 003253075 1 [}

Haemophilus parahaemolyticus str ERR1600749 bin 17 id GCA 905203035 1 || |
Haemophilus parahaemolyticus str OHS0002 id GCA 030938875 1 m I
Haemophilus parahaemolyticus str C2006000788 id GCA 003252925 1 [ I | |
Haemophilus parahaemolyticus str G321 id GCA 000826045 1 ‘III H IIH l I II -m”
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CAZyme  |nknown @oss) B KNOWN (89)
COG20 CATEGORY B KNOWN (2174) | | UNKNOWN (951)

COGZO FU NCTION B KNOWN (2174) UNKNOWN (951)
COGZO PATHWAY UNKNOWN (2594) B KNOWN (531)
KEGG BRITE B KNOWN (1709) UNKNOWN (1416)

KEGG Class UNKNOWN (2804) ] KNOWN (321)

KEGG Module UNKNOWN (2804) [l KNOWN (321)

KOfam B KNOWN (1713) | | UNKNOWN (1412)

Pfam B KNOWN (2329) | | UNKNOWN (796)




