
Haemophilus sp HMT 036 str SZY H68 id GCA 018829685 1
Haemophilus sp HMT 036 str SZY H68 id GCA 021764795 1
Haemophilus sp HMT 036 str SZY H35 id GCA 018829705 1

Haemophilus sp HMT 036 str C2001002324 id GCA 003252655 1
Haemophilus sp HMT 036 str 60971 B Hi 3 id GCA 006439235 1
Haemophilus sp HMT 036 str 65151 B Hi 4 id GCA 006439165 1

Haemophilus sp HMT 036 str MGYG HGUT 02639 id GCA 902477965 1
Haemophilus sp HMT 036 str F0629 id GCA 002998595 1

Haemophilus sp HMT 036 str L2 059 000G1 dasL2 059 000G1 concoct 52 id GCA 018373485 1
Haemophilus sp HMT 036 str 60982 B Hi 1 id GCA 006439215 1
Haemophilus sp HMT 036 str CCUG 31732 id GCA 006439125 1
Haemophilus sp HMT 036 str CCUG 66565 id GCA 001679495 1

Haemophilus sp HMT 036 str L3 098 047G1 dasL3 098 047G1 concoct 31 id GCA 018372995 1
Haemophilus sp HMT 036 str 839 HINF id GCA 001059185 1

Haemophilus sp HMT 036 str Marseille P9675 id GCA 916862695 1
Haemophilus sp HMT 036 str CCUG 11096 id GCA 006439155 1

Haemophilus sp HMT 036 str SZY H8 id GCA 018829755 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

Haemophilu... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 7.5498

num_genome... none 0 0 17

Haemophilus sp HMT 036 homd HMT 036
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2886) KNOWN (81)CAZyme

KNOWN (2116) UNKNOWN (851)COG20 CATEGORY

KNOWN (2116) UNKNOWN (851)COG20 FUNCTION

UNKNOWN (2435) KNOWN (532)COG20 PATHWAY

KNOWN (1668) UNKNOWN (1299)KEGG BRITE

UNKNOWN (2667) KNOWN (300)KEGG Class

UNKNOWN (2667) KNOWN (300)KEGG Module

KNOWN (1672) UNKNOWN (1295)KOfam

KNOWN (2295) UNKNOWN (672)Pfam


