CAZyme

COG20 CATEGORY
COG20 FUNCTION
COG20 PATHWAY
KEGG BRITE
KEGG Class

KEGG Module
KOfam

Pfam

Haemopnhilus sp HM 1 036 homa RM 1 036

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Haemophilus sp HMT 036 str 5z H68 id GCA 018829685 1 ||| |||l 11
Haemophilus sp HMT 036 str 5z H68 id GCA 021764795 1 ||| |l 11
Haemophilus sp HMT 036 str 5zv H35 id GCA 018829705 1 ([l ||l | il
Haemophilus sp HMT 036 str C2001002324 id GCA 003252655 1 ||| | |l |
Haemophilus sp HMT 036 str 60971 B Hi 3 id GCA 006439235 1 || | |l | |
Haemophilus sp HMT 036 str 65151 B Hi 4 id GCA 006439165 1 ||| | Il ]
Haemophilus sp HMT 036 str MGYG HGUT 02639 id GCA 902477965 1 | || [|/l[| |
Haemophilus sp HMT 036 str F0629 id GCA 002998595 1 1 |
Haemophilus sp HMT 036 str L2 059 000G1 dasL2 059 000G1 concoct 52 id GCA 018373485 1 ||| |[Illl W i Il |
Haemophilus sp HMT 036 str 60982 B Hi 1 id GCA 006439215 1 || B IR 00
Haemophilus sp HMT 036 str cCUG 31732 id Gca 0064391251 || |l I N | y ]
Haemophilus sp HMT 036 str CCUG 66565 id GCA 001679495 1 ||| [|l] | I
Haemophilus sp HMT 036 str L3 098 047G1 dasL3 098 047G1 concoct 31 id GCA 018372995 1 [| | JLIIl O
Haemophilus sp HMT 036 str 839 HINF id GCA 001059185 1 || [N 1 11N
Haemophilus sp HMT 036 str Marseille P9675 id GCA 916862695 1 [| ||}l | |
Haemophilus sp HMT 036 str CCUG 11096 id GCA 006439155 1 | |[[J ]Il B ||| ]
Haemophilus sp HMT 036 str s2Y H8 id GCA 018829755 1 | || IllIl | i
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UNKNOWN (2886) [l KNOWN (81)

B KNOWN (2116) UNKNOWN (851)

B KNOWN (2116) | | UNKNOWN (851)

UNKNOWN (2435) [l KNOWN (532)

I KNOWN (1668) | | UNKNOWN (1299)

UNKNOWN (2667) [l KNOWN (300)

UNKNOWN (2667) [l KNOWN (300)

B KNOWN (1672) | | UNKNOWN (1295)

B KNOWN (2295) | | UNKNOWN (672)




