Hallella multisaccharivorax homad HM | 794

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Hallella multisaccharivorax str UMGS1208 id GCA 900549615 1| |

Hallella multisaccharivorax str DSM 17128 id GCA 000218235 1 _-
Hallella multisaccharivorax str JCM 12954 id GCA 019973315 1 | |
Hallella multisaccharivorax str MGYG HGUT 03893 id GCA 9024902151 | ||} 1l B
Hallella multisaccharivorax str ERR1430407 bin 68 CONCOCT v1 1 MAG id GCA 938023715 1 |||} | N
Hallella multisaccharivorax str ERR1430407 bin 9 id GCA 905199265 1 -
COG20 FUNCTION 10 0 e e e
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CAZyme UNKNOWN (3293) i KNOWN (195)
COG20 CATEGORY B KNOWN (2139) | | UNKNOWN (1349)

COGZO FU NCTION B KNOWN (2139) |  UNKNOWN (1349)
COGZO PATHWAY UNKNOWN (2917) Bl KNOWN (571)
KEGG BRITE UNKNOWN (1990) B KNOWN (1498)

KEGG Class  ynknown @192 B KNOWN (296)

KEGG Module  ynknown @192 m known 20s)

KOfam  ynunown 1983 B KNOWN (1505)

Pfam B KNOWN (2487) | | UNKNOWN (1001)




