
Hallella multisaccharivorax str UMGS1208 id GCA 900549615 1
Hallella multisaccharivorax str DSM 17128 id GCA 000218235 1
Hallella multisaccharivorax str JCM 12954 id GCA 019973315 1

Hallella multisaccharivorax str MGYG HGUT 03893 id GCA 902490215 1
Hallella multisaccharivorax str ERR1430407 bin 68 CONCOCT v1 1 MAG id GCA 938023715 1

Hallella multisaccharivorax str ERR1430407 bin 9 id GCA 905199265 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Hallella_m... none 180 0 1

Hallella_m... none 180 0 1

Hallella_m... none 180 0 1

Hallella_m... none 180 0 1

Hallella_m... none 180 0 1

Hallella_m... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 21

num_genes_... sqrt 0 0 8.1240

num_genome... none 0 0 6

Hallella multisaccharivorax homd HMT 794
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3293) KNOWN (195)CAZyme

KNOWN (2139) UNKNOWN (1349)COG20 CATEGORY

KNOWN (2139) UNKNOWN (1349)COG20 FUNCTION

UNKNOWN (2917) KNOWN (571)COG20 PATHWAY

UNKNOWN (1990) KNOWN (1498)KEGG BRITE

UNKNOWN (3192) KNOWN (296)KEGG Class

UNKNOWN (3192) KNOWN (296)KEGG Module

UNKNOWN (1983) KNOWN (1505)KOfam

KNOWN (2487) UNKNOWN (1001)Pfam


