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Helicobacter pylori noma HM I &812

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Helicobacter pylori str CCUG 17874 id GcA 000258845 1 [ || I . | 11
Helicobacter pylori str JcM 12093 id GCA 014654435 1 || 11 I | B | LI
Helicobacter pylori str ATCC 43504 id GcA 004295525 1 [ [N | i1

Helicobacter pylori str NCTC 11637 id GCA 900478295 1 |||} il

0
Helicobacter pylori str Hpfe079 id GCA 022922955 1 | || ][  EEEEEEEEEE | 1 /]
H

Helicobacter pylori str ASHA 001 id GCA 016747995 1 | H|H|I||H|I_ HI
Helicobacter pylori str shi112 id Gca 000277405 1 || ||| | H AR 1 ]
Helicobacter pylori str PUNO 003 id GCA 016755635 1 \l |”|||\I‘. _| I I I ‘ I
Helicobacter pylori str BS06 id GCA 030323545 1 || ||| [ Ll
Helicobacter pylori str HE147 09 id GCA 900120335 1 | ||| 1N |
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UNKNOWN (1914) [l KNOWN (35)

B KNOWN (1234) UNKNOWN (715)

B KNOWN (1234) | | UNKNOWN (715)

UNKNOWN (1548) [l KNOWN (401)

B KNOWN (1028) | | UNKNOWN (921)

UNKNOWN (1673) [ll KNOWN (276)

UNKNOWN (1673) [l KNOWN (276)

B KNOWN (1039) UNKNOWN (910)

B KNOWN (1362) | | UNKNOWN (587)




