
Helicobacter pylori str CCUG 17874 id GCA 000258845 1
Helicobacter pylori str JCM 12093 id GCA 014654435 1

Helicobacter pylori str ATCC 43504 id GCA 004295525 1
Helicobacter pylori str NCTC 11637 id GCA 900478295 1

Helicobacter pylori str Hpfe079 id GCA 022922955 1
Helicobacter pylori str ASHA 001 id GCA 016747995 1

Helicobacter pylori str Shi112 id GCA 000277405 1
Helicobacter pylori str PUNO 003 id GCA 016755635 1

Helicobacter pylori str BS06 id GCA 030323545 1
Helicobacter pylori str HE147 09 id GCA 900120335 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Helicobact... none 180 0 1

Helicobact... none 180 0 1

Helicobact... none 180 0 1

Helicobact... none 180 0 1

Helicobact... none 180 0 1

Helicobact... none 180 0 1

Helicobact... none 180 0 1

Helicobact... none 180 0 1

Helicobact... none 180 0 1

Helicobact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 7.4162

num_genome... none 0 0 10

Helicobacter pylori homd HMT 812
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1914) KNOWN (35)CAZyme

KNOWN (1234) UNKNOWN (715)COG20 CATEGORY

KNOWN (1234) UNKNOWN (715)COG20 FUNCTION

UNKNOWN (1548) KNOWN (401)COG20 PATHWAY

KNOWN (1028) UNKNOWN (921)KEGG BRITE

UNKNOWN (1673) KNOWN (276)KEGG Class

UNKNOWN (1673) KNOWN (276)KEGG Module

KNOWN (1039) UNKNOWN (910)KOfam

KNOWN (1362) UNKNOWN (587)Pfam


