
Hoylesella nanceiensis str F0039 id GCA 000163055 2
Hoylesella nanceiensis str ERR2764814 bin 4 metaWRAP v1 1 MAG id GCA 916048365 1

Hoylesella nanceiensis str JCVI 19 bin 2 id GCA 015262295 1
Hoylesella nanceiensis str JCVI 38 bin 6 id GCA 015262225 1

Hoylesella nanceiensis str SCHI0011 S 12 id GCA 019375915 1
Hoylesella nanceiensis str SCHI0042 S 5 id GCA 019391835 1
Hoylesella nanceiensis str JCVI 44 bin 6 id GCA 015262135 1
Hoylesella nanceiensis str JCVI 49 bin 8 id GCA 015262145 1
Hoylesella nanceiensis str JCVI 41 bin 4 id GCA 015262195 1

Hoylesella nanceiensis str JCVI 32 bin 47 id GCA 015262265 1
Hoylesella nanceiensis str RAGGC 60 id GCA 030826125 1

Hoylesella nanceiensis str SRR15235667 bin 3 metaWRAP v1 1 MAG id GCA 916719955 1
Hoylesella nanceiensis str DSM 19126 id GCA 000379965 1
Hoylesella nanceiensis str JCM 15639 id GCA 000613985 1

Hoylesella nanceiensis str SCHI0010 S 3 id GCA 019375945 1
Hoylesella nanceiensis str SRR8114039 bin 50 CONCOCT v1 1 MAG id GCA 937926735 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 5

num_genes_... sqrt 0 0 5.9161

num_genome... none 0 0 16

Hoylesella nanceiensis homd HMT 299
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3227) KNOWN (152)CAZyme

KNOWN (1816) UNKNOWN (1563)COG20 CATEGORY

KNOWN (1816) UNKNOWN (1563)COG20 FUNCTION

UNKNOWN (2929) KNOWN (450)COG20 PATHWAY

UNKNOWN (2109) KNOWN (1270)KEGG BRITE

UNKNOWN (3141) KNOWN (238)KEGG Class

UNKNOWN (3141) KNOWN (238)KEGG Module

UNKNOWN (2106) KNOWN (1273)KOfam

KNOWN (2191) UNKNOWN (1188)Pfam


