
Hoylesella oralis str MGYG HGUT 01447 id GCA 902375085 1
Hoylesella oralis str HGA0225 id GCA 000413355 1

Hoylesella oralis str ATCC 33269 id GCA 000185145 2
Hoylesella oralis str DSM 20702 id GCA 900129435 1

Hoylesella oralis str CC98A id GCA 000507905 1
Hoylesella oralis str SN19 id GCA 900065875 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

Hoylesella... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 5

num_genes_... sqrt 0 0 4.4721

num_genome... none 0 0 6

Hoylesella oralis homd HMT 705
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2510) KNOWN (157)CAZyme

KNOWN (1790) UNKNOWN (877)COG20 CATEGORY

KNOWN (1790) UNKNOWN (877)COG20 FUNCTION

UNKNOWN (2152) KNOWN (515)COG20 PATHWAY

UNKNOWN (1411) KNOWN (1256)KEGG BRITE

UNKNOWN (2385) KNOWN (282)KEGG Class

UNKNOWN (2385) KNOWN (282)KEGG Module

UNKNOWN (1409) KNOWN (1258)KOfam

KNOWN (2046) UNKNOWN (621)Pfam


