
Kocuria palustris str F5 7S P2A id GCA 017167735 1
Kocuria palustris str F5 7S P7 id GCA 017167505 1

Kocuria palustris str F5 7S P2B id GCA 017167685 1
Kocuria palustris str F6 1S P 2 id GCA 017167485 1

Kocuria palustris str F5 7S P11C id GCA 017167825 1
Kocuria palustris str F6 7S B 1 id GCA 017167265 1

Kocuria palustris str TAGA27 id GCA 016907795 1
Kocuria palustris str CD07 3 id GCA 001483775 1

Kocuria palustris str MU14 1 id GCA 001275345 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Kocuria_pa... none 180 0 1

Kocuria_pa... none 180 0 1

Kocuria_pa... none 180 0 1

Kocuria_pa... none 180 0 1

Kocuria_pa... none 180 0 1

Kocuria_pa... none 180 0 1

Kocuria_pa... none 180 0 1

Kocuria_pa... none 180 0 1

Kocuria_pa... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 10

num_genes_... sqrt 0 0 6.6332

num_genome... none 0 0 9

Kocuria palustris homd HMT 084
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2965) KNOWN (100)CAZyme

KNOWN (2308) UNKNOWN (757)COG20 CATEGORY

KNOWN (2308) UNKNOWN (757)COG20 FUNCTION

UNKNOWN (2384) KNOWN (681)COG20 PATHWAY

KNOWN (1675) UNKNOWN (1390)KEGG BRITE

UNKNOWN (2663) KNOWN (402)KEGG Class

UNKNOWN (2663) KNOWN (402)KEGG Module

KNOWN (1677) UNKNOWN (1388)KOfam

KNOWN (2387) UNKNOWN (678)Pfam


