
Lachnoanaerobaculum orale str DNF00896 id GCA 001552975 1
Lachnoanaerobaculum orale str F0431 id GCA 000242315 1

Lachnoanaerobaculum orale str DSM 24553 id GCA 003862485 1
Lachnoanaerobaculum orale str SRR1952558 bin 17 CONCOCT v1 1 MAG id GCA 937890375 1

Lachnoanaerobaculum orale str L2 013 037G1 dasL2 013 037G1 metabat metabat 27 id GCA 018379055 1
Lachnoanaerobaculum orale str MGYG HGUT 02638 id GCA 902477885 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Lachnoanae... none 180 0 1

Lachnoanae... none 180 0 1

Lachnoanae... none 180 0 1

Lachnoanae... none 180 0 1

Lachnoanae... none 180 0 1

Lachnoanae... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 10

num_genes_... sqrt 0 0 5

num_genome... none 0 0 6

Lachnoanaerobaculum orale homd HMT 082
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3752) KNOWN (105)CAZyme

KNOWN (2606) UNKNOWN (1251)COG20 CATEGORY

KNOWN (2606) UNKNOWN (1251)COG20 FUNCTION

UNKNOWN (3266) KNOWN (591)COG20 PATHWAY

UNKNOWN (2127) KNOWN (1730)KEGG BRITE

UNKNOWN (3544) KNOWN (313)KEGG Class

UNKNOWN (3544) KNOWN (313)KEGG Module

UNKNOWN (2123) KNOWN (1734)KOfam

KNOWN (2842) UNKNOWN (1015)Pfam


