
Lachnoanaerobaculum umeaense str DRR214960 bin 3 metaWRAP v1 1 MAG id GCA 916444975 1
Lachnoanaerobaculum umeaense str DSM 23576 id GCA 003254255 1

Lachnoanaerobaculum umeaense str MGYG HGUT 02522 id GCA 902387945 1
Lachnoanaerobaculum umeaense str DSM 23576 CCUG 58757 id GCA 003589745 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Lachnoanae... none 180 0 1

Lachnoanae... none 180 0 1

Lachnoanae... none 180 0 1

Lachnoanae... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 43

num_genes_... sqrt 0 0 9

num_genome... none 0 0 4

Lachnoanaerobaculum umeaense homd HMT 107
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2877) KNOWN (69)CAZyme

KNOWN (2097) UNKNOWN (849)COG20 CATEGORY

KNOWN (2097) UNKNOWN (849)COG20 FUNCTION

UNKNOWN (2425) KNOWN (521)COG20 PATHWAY

UNKNOWN (1576) KNOWN (1370)KEGG BRITE

UNKNOWN (2671) KNOWN (275)KEGG Class

UNKNOWN (2671) KNOWN (275)KEGG Module

UNKNOWN (1575) KNOWN (1371)KOfam

KNOWN (2225) UNKNOWN (721)Pfam


