Lacticaselbaclllus rnamnosus homd HM 1 749

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Lacticaseibacillus rhamnosus str GG id GCA 003353455 1 . “ _l.“- I

Lacticaseibacillus rhamnosus str LRB id GCA 001721925 1 I. H
Lacticaseibacillus rhamnosus str LOCK900 id GCA 000418475 1 || ([l

Lacticaseibacillus rhamnosus str Lc 705 id GCA 000026525 1 .-. _“
Lacticaseibacillus rhamnosus str NBRC 3425 id GCA 007990855 1 |.-._‘H
Lacticaseibacillus rhamnosus str JcM 1136 id GCA 000615245 1 ||| EEENIEEGEEEEEEEEEEEEEEEE . |
Lacticaseibacillus rhamnosus str NRRL B 442 id GCA 002849515 1 _‘ I
Lacticaseibacillus rhamnosus str DSM 20021 id GCA 001435405 1 I_ ‘

Lacticaseibacillus rhamnosus str NCTC13764 id GCA 900636965 1 ||| N
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CAZyme UNKNOWN (3188) [l KNOWN (123)
COG20 CATEGORY B KNOWN (2412) | | UNKNOWN (899)

COGZO FU NCTION B KNOWN (2412) UNKNOWN (899)
COGZO PATHWAY UNKNOWN (2795) ll KNOWN (516)
KEGG BRITE B KNOWN (1746) UNKNOWN (1565)

KEGG Class  ynknown @os B KNOWN (296)

KEGG Module  ynknown gots) m known esgy

KOfam g known (1748 unknown (1se3)

Pfam g «nvown es7e) unknown 733




