Lactiplantibacillus plantarum homd HM | 861

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

I N N |
Lactiplantibacillus plantarum str DSM 16365 id GCA 001435215 1 I
Lactiplantibacillus plantarum str DSM 16365 id GCA 003641165 1 I

Lactiplantibacillus plantarum str zFM4 id GCA 003627355 1| | GG 1 B
Lactiplantibacillus plantarum str NCTC13644 id GCA 900452585 1 [ NI | |
Lactiplantibacillus plantarum str JcM 1149 id GCA 000615325 1 [ EEEEIEGEGEGEGEEEEEEEEEEEEE | |
Lactiplantibacillus plantarum str ATCC 14917 id GCA 000143745 1 || NI ||
Lactiplantibacillus plantarum str DsM 20174 id GCA 014131735 1 |G |
Lactiplantibacillus plantarum str CGMCC 1 2437 id GCA 001434175 1 || NG | |

Lactiplantibacillus plantarum str NBRC 15891 id GCA 007989145 1
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Lactiplantibacillus plantarum str NBRC 106468 id GCA 007991855 1

CAZyme  ynnown @s7e B KNOWN (137)
COG20 CATEGORY B KNOWN (2684) | UNKNOWN (1029)

COGZO FU NCTION B KNOWN (2684) UNKNOWN (1029)
COGZO PATHWAY UNKNOWN (3133) l KNOWN (580)
KEGG BRITE B KNOWN (1875) UNKNOWN (1838)

KEGG Class  ynuwown @397, B KNOWN (316)

KEGG Module UNKNOWN (3397) [l KNOWN (316)

KOfam B KNOWN (1876) | | UNKNOWN (1837)

Pfam g «nvown esso)  unknown @53




