Lactobacillus crispatus homd AM | 817

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Lactobacillus crispatus str ATCC 33820 id GCA 018987235 1 |
Lactobacillus crispatus str ATCC 33820 id GCA 002088015 1 |
Lactobacillus crispatus str DSM 20584 id GCA 001434005 1 H
Lactobacillus crispatus str 1D id GCA 013487905 1
Lactobacillus crispatus str Lc1226 id GCA 020042125 1 I |
Lactobacillus crispatus str Lcr MH175 id GCA 027271175 1 |||
Lactobacillus crispatus str VSIO4 id GCA 029011155 1 ” I
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Lactobacillus crispatus str AB70 id GCA 0039715651 || || [l | ] - nr:r

Lactobacillus crispatus str VSI24 id GCA 0290114751 [} B BN
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