
Lactobacillus gasseri str HL20 id GCA 017638885 1
Lactobacillus gasseri str VSI07 id GCA 029011785 1

Lactobacillus gasseri str JCM 1131 id GCA 000615125 1
Lactobacillus gasseri str ATCC 33323 id GCA 008868295 1
Lactobacillus gasseri str DSM 20243 id GCA 029823575 1
Lactobacillus gasseri str ATCC 33323 id GCA 000014425 1
Lactobacillus gasseri str NCTC13722 id GCA 900452355 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 20

num_genes_... sqrt 0 0 5.2915

num_genome... none 0 0 7

Lactobacillus gasseri homd HMT 615
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1910) KNOWN (63)CAZyme

KNOWN (1497) UNKNOWN (476)COG20 CATEGORY

KNOWN (1497) UNKNOWN (476)COG20 FUNCTION

UNKNOWN (1635) KNOWN (338)COG20 PATHWAY

KNOWN (1120) UNKNOWN (853)KEGG BRITE

UNKNOWN (1831) KNOWN (142)KEGG Class

UNKNOWN (1831) KNOWN (142)KEGG Module

KNOWN (1122) UNKNOWN (851)KOfam

KNOWN (1626) UNKNOWN (347)Pfam


