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Lactobacillus gasseri homd HM T 615

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Lactobacillus gasseri str HL20 id GCA 017638885 1 . _
Lactobacillus gasseri str vsI07 id GcA 0290117851 | |GG
Lactobacillus gasseri str JCM 1131 id GCA 000615125 1 || EENEGTGTEEEE |
Lactobacillus gasseri str ATCC 33323 id GCA 008868295 1 [ EERGTEENENGEGEGENEEEEEEEEEEEE
Lactobacillus gasseri str DSM 20243 id GCA 029823575 1 I_
Lactobacillus gasseri str ATCC 33323 id GCA 000014425 1 _
\

Lactobacillus gasseri str NCTC13722 id GCA 900452355 1
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UNKNOWN (1910) [l KNOWN (63)

B KNOWN (1497) | | UNKNOWN (476)

B KNOWN (1497) | | UNKNOWN (476)

UNKNOWN (1635) ] KNOWN (338)

B KNOWN (1120) | | UNKNOWN (853)

UNKNOWN (1831) l KNOWN (142)

UNKNOWN (1831) [l KNOWN (142)

B KNOWN (1122) | | UNKNOWN (851)

B KNOWN (1626) | | UNKNOWN (347)




