
Lactobacillus iners str C0011D1 id GCA 011058735 1
Lactobacillus iners str C0094A1 id GCA 011058695 1
Lactobacillus iners str C0210C1 id GCA 011058755 1

Lactobacillus iners str DSM 13335 id GCA 000160875 1
Lactobacillus iners str DSM 13335 id GCA 001435015 1

Lactobacillus iners str C0059G1 id GCA 011058715 1
Lactobacillus iners str C0254C1 id GCA 011058795 1
Lactobacillus iners str C0322A1 id GCA 011058775 1

Lactobacillus iners str Indica1 id GCA 009857205 1
Lactobacillus iners str KY id GCA 010748955 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

Lactobacil... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 10

num_genes_... sqrt 0 0 7

num_genome... none 0 0 10

Lactobacillus iners homd HMT 838
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1708) KNOWN (35)CAZyme

KNOWN (1202) UNKNOWN (541)COG20 CATEGORY

KNOWN (1202) UNKNOWN (541)COG20 FUNCTION

UNKNOWN (1432) KNOWN (311)COG20 PATHWAY

KNOWN (888) UNKNOWN (855)KEGG BRITE

UNKNOWN (1632) KNOWN (111)KEGG Class

UNKNOWN (1632) KNOWN (111)KEGG Module

KNOWN (889) UNKNOWN (854)KOfam

KNOWN (1324) UNKNOWN (419)Pfam


