Lactobacillus iners nomd HVI| 8306

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies
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Lactobacillus iners str €0210C1 id GCA 011058755 1 ||| | ||

Lactobacillus iners str DSM 13335 id GCA 000160875 1 I
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CAZyme UNKNOWN (1708) [l KNOWN (35)
COG20 CATEGORY B KNOWN (1202) | | UNKNOWN (541)

COG20 FUNCTION B KNOWN (1202) | | UNKNOWN (541)
COG20 PATHWAY UNKNOWN (1432) ] KNOWN (311)
KEGG BRITE B KNOWN (888) | | UNKNOWN (855)

KEGG Class UNKNOWN (1632) [l KNOWN (111)

KEGG Module UNKNOWN (1632) [l KNOWN (111)

KOfam g unown @89 unknown ss4

Pfam g wnvown 1324y unknown @19




