
Levilactobacillus brevis str UCCLB521 id GCA 006228305 1
Levilactobacillus brevis str NSMJ23 id GCA 014905055 1

Levilactobacillus brevis str YSJ3 id GCA 022350025 1
Levilactobacillus brevis str ATCC 14869 id GCA 000469365 1
Levilactobacillus brevis str DSM 20054 id GCA 001433855 1
Levilactobacillus brevis str NCTC13768 id GCA 900475625 1

Levilactobacillus brevis str UCCLB95 id GCA 006228265 1
Levilactobacillus brevis str UCCLBBS124 id GCA 006228205 1

Levilactobacillus brevis str LMT1 73 id GCA 003813165 1
Levilactobacillus brevis str SRCM210362 id GCA 025447255 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Levilactob... none 180 0 1

Levilactob... none 180 0 1

Levilactob... none 180 0 1

Levilactob... none 180 0 1

Levilactob... none 180 0 1

Levilactob... none 180 0 1

Levilactob... none 180 0 1

Levilactob... none 180 0 1

Levilactob... none 180 0 1

Levilactob... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 20

num_genes_... sqrt 0 0 9.2195

num_genome... none 0 0 10

Levilactobacillus brevis homd HMT 558
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3284) KNOWN (95)CAZyme

KNOWN (2279) UNKNOWN (1100)COG20 CATEGORY

KNOWN (2279) UNKNOWN (1100)COG20 FUNCTION

UNKNOWN (2923) KNOWN (456)COG20 PATHWAY

UNKNOWN (1756) KNOWN (1623)KEGG BRITE

UNKNOWN (3157) KNOWN (222)KEGG Class

UNKNOWN (3157) KNOWN (222)KEGG Module

UNKNOWN (1754) KNOWN (1625)KOfam

KNOWN (2516) UNKNOWN (863)Pfam


