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ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies
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Levilactobacillus brevis str NCTC13768 id GCA 900475625 1 [ NG B |
Levilactobacillus brevis str UcCLB95 id GCA 006228265 1| |G | (]

|
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CAZyme  |nknown @284 B KNOWN (95)
COG20 CATEGORY B KNOWN (2279) | | UNKNOWN (1100)

COGZO FU NCTION B KNOWN (2279) UNKNOWN (1100)
COGQO PATHWAY UNKNOWN (2923) l KNOWN (456)
KEGG BRITE UNKNOWN (1756) [l KNOWN (1623)

KEGG Class  ynknown @157) B KNOWN (222)

KEGG Module  ynknvown (3157) [l KNOWN (222)

KOfam UNKNOWN (1754) B8 KNOWN (1625)

Pfam g inown esie)  uninown e63




