
Ligilactobacillus salivarius str ATCC 11741 id GCA 000159395 1
Ligilactobacillus salivarius str DSM 20555 id GCA 001435955 1

Ligilactobacillus salivarius str LMG 9477 id GCA 029823545 1
Ligilactobacillus salivarius str H1 id GCA 025398675 1

Ligilactobacillus salivarius str S92 id GCA 030062785 1
Ligilactobacillus salivarius str Ren id GCA 001011095 1

Ligilactobacillus salivarius str UCC118 id GCA 000008925 1
Ligilactobacillus salivarius str BNS11 id GCA 021266585 1

Ligilactobacillus salivarius str DSM 20554 id GCA 002079585 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Ligilactob... none 180 0 1

Ligilactob... none 180 0 1

Ligilactob... none 180 0 1

Ligilactob... none 180 0 1

Ligilactob... none 180 0 1

Ligilactob... none 180 0 1

Ligilactob... none 180 0 1

Ligilactob... none 180 0 1

Ligilactob... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 85

num_genes_... sqrt 0 0 13.2665

num_genome... none 0 0 9

Ligilactobacillus salivarius homd HMT 756
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3195) KNOWN (123)CAZyme

KNOWN (2129) UNKNOWN (1189)COG20 CATEGORY

KNOWN (2129) UNKNOWN (1189)COG20 FUNCTION

UNKNOWN (2859) KNOWN (459)COG20 PATHWAY

UNKNOWN (1759) KNOWN (1559)KEGG BRITE

UNKNOWN (3092) KNOWN (226)KEGG Class

UNKNOWN (3092) KNOWN (226)KEGG Module

UNKNOWN (1758) KNOWN (1560)KOfam

KNOWN (2369) UNKNOWN (949)Pfam


