
Limosilactobacillus fermentum str AGR1487 id GCA 011032745 1
Limosilactobacillus fermentum str KUFM408 id GCA 029223925 1

Limosilactobacillus fermentum str ATCC 14931 id GCA 000159215 1
Limosilactobacillus fermentum str DSM 20052 id GCA 013394085 1

Limosilactobacillus fermentum str LMG 6902 id GCA 029823225 1
Limosilactobacillus fermentum str 3872 id GCA 000466785 3

Limosilactobacillus fermentum str YLF016 id GCA 018884205 1
Limosilactobacillus fermentum str LAC FRN 92 id GCA 002192435 1

Limosilactobacillus fermentum str B44 id GCA 016617695 1
Limosilactobacillus fermentum str CBA7106 id GCA 003255875 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 28

num_genes_... sqrt 0 0 11.2250

num_genome... none 0 0 10

Limosilactobacillus fermentum homd HMT 608
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2718) KNOWN (103)CAZyme

KNOWN (2079) UNKNOWN (742)COG20 CATEGORY

KNOWN (2079) UNKNOWN (742)COG20 FUNCTION

UNKNOWN (2279) KNOWN (542)COG20 PATHWAY

KNOWN (1462) UNKNOWN (1359)KEGG BRITE

UNKNOWN (2548) KNOWN (273)KEGG Class

UNKNOWN (2548) KNOWN (273)KEGG Module

KNOWN (1464) UNKNOWN (1357)KOfam

KNOWN (2217) UNKNOWN (604)Pfam


