
Limosilactobacillus oris str BSLO1801 id GCA 030053195 1
Limosilactobacillus oris str J30 id GCA 947381755 1

Limosilactobacillus oris str REFINED METABAT215 TOP10 CONTIGS 1500 ASSEMBLY K77 MERGED Hadza MoBio hadza I L I 2 2614 21 id GCA 934190745 1
Limosilactobacillus oris str BE7N id GCA 026094485 1

Limosilactobacillus oris str OF48 6pH5A id GCA 027692585 1
Limosilactobacillus oris str DSM 4864 id GCA 001434465 1

Limosilactobacillus oris str Lactobacillus oris BgEED19 id GCA 901873565 1
Limosilactobacillus oris str F0423 id GCA 000221505 2

Limosilactobacillus oris str PB013 T2 3 id GCA 000180015 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 17

num_genes_... sqrt 0 0 7.0711

num_genome... none 0 0 9

Limosilactobacillus oris homd HMT 709
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3023) KNOWN (107)CAZyme

KNOWN (2022) UNKNOWN (1108)COG20 CATEGORY

KNOWN (2022) UNKNOWN (1108)COG20 FUNCTION

UNKNOWN (2632) KNOWN (498)COG20 PATHWAY

UNKNOWN (1695) KNOWN (1435)KEGG BRITE

UNKNOWN (2905) KNOWN (225)KEGG Class

UNKNOWN (2905) KNOWN (225)KEGG Module

UNKNOWN (1693) KNOWN (1437)KOfam

KNOWN (2246) UNKNOWN (884)Pfam


