Limosilactobacilius oris homd HMVIT 709
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Limosilactobacillus oris str BSLO1801 id GcA 0300531951 | | | [ll/] | Bl I
Limosilactobacillus oris str J30 id GCA 947381755 1 || ‘ I‘ H I . HIHH ‘I ll"_
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Limosilactobacillus oris str OF48 6pH5A id GcA 027692585 1 [l || 111 NN

Limosilactobacillus oris str DSM 4864 id GCA 0014344651 || | |/l |
Limosilactobacillus oris str Lactobacillus oris BgEED19 id GCA 901873565 1 ‘ I |” I .
Limosilactobacillus oris str F0423 id GCA 0002215052 | | [l

Limosilactobacillus oris str PB013 T2 3 id GCA 0001800151 | | [lll

COG20 FUNCTION | 0 ! Rk ot 0 U
KOfam | |11 000000 OO0 A O
P A2 I M OO0 0000 PR

CAZyme UNKNOWN (3023) B KNOWN (107)
COGZO CATEGORY B KNOWN (2022) UNKNOWN (1108)

COGZO FU NCTION B KNOWN (2022) UNKNOWN (1108)
COGZO PATHWAY UNKNOWN (2632) l KNOWN (498)
KEGG BRITE UNKNOWN (1695) [l KNOWN (1435)

KEGG Class  ynknown (2905) [l KNOWN (225)

KEGG Module  jnknvown oos B KNOWN (225)

KOfam — ynknown (1693) i KNOWN (1437)
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