Limosilactobacillus reuteri homd HM 1 8108

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Limosilactobacillus reuteri str SD LRE2 IT id GCA 0200237751 | [} |

Limosilactobacillus reuteri str DSM 20016 id GCA 0014346151 | | |}
Limosilactobacillus reuteri str DSM 20016 id GCA 0000168251 |\
Limosilactobacillus reuteri str JCM 1112 id GCA 000010005 1 |

Limosilactobacillus reuteri str VHProbi M0O7 id GCA 021228055 1 H
Limosilactobacillus reuteri str CNEI KCA3 id GCA 013694365 1 |} | ] ||
Limosilactobacillus reuteri str RE225 id GCA 030721705 1 - I -
Limosilactobacillus reuteri str WHH1689 id GCA 003072625 1 Il Hl‘ .
Limosilactobacillus reuteri str NLO2 id GCA 030585585 1 I I|| IHI .

Limosilactobacillus reuteri str ZLR003 id GCA 0016189051 | [I| [l
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CAZyme UNKNOWN (3268) [l KNOWN (129)
COG20 CATEGORY B KNOWN (2117) © | UNKNOWN (1280)

COG20 FUNCTION B KNOWN (2119) | | UNKNOWN (1278)
COG20 PATHWAY UNKNOWN (2905) il KNOWN (492)
KEGG BRITE UNKNOWN (1906) [l KNOWN (1491)

KEGG Class  ynknown @1s1) B KNOWN (266)

KEGG Module  jnknown @131y B KNOWN (266)

KOfam  ynknown (1903) Jl KNOWN (1494)

Pfam g known @asg)  unknown (1043




