
Limosilactobacillus reuteri str SD LRE2 IT id GCA 020023775 1
Limosilactobacillus reuteri str DSM 20016 id GCA 001434615 1
Limosilactobacillus reuteri str DSM 20016 id GCA 000016825 1

Limosilactobacillus reuteri str JCM 1112 id GCA 000010005 1
Limosilactobacillus reuteri str VHProbi M07 id GCA 021228055 1

Limosilactobacillus reuteri str CNEI KCA3 id GCA 013694365 1
Limosilactobacillus reuteri str RE225 id GCA 030721705 1

Limosilactobacillus reuteri str WHH1689 id GCA 003072625 1
Limosilactobacillus reuteri str NL02 id GCA 030585585 1

Limosilactobacillus reuteri str ZLR003 id GCA 001618905 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 67

num_genes_... sqrt 0 0 14.9666

num_genome... none 0 0 10

Limosilactobacillus reuteri homd HMT 818
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3268) KNOWN (129)CAZyme

KNOWN (2117) UNKNOWN (1280)COG20 CATEGORY

KNOWN (2119) UNKNOWN (1278)COG20 FUNCTION

UNKNOWN (2905) KNOWN (492)COG20 PATHWAY

UNKNOWN (1906) KNOWN (1491)KEGG BRITE

UNKNOWN (3131) KNOWN (266)KEGG Class

UNKNOWN (3131) KNOWN (266)KEGG Module

UNKNOWN (1903) KNOWN (1494)KOfam

KNOWN (2354) UNKNOWN (1043)Pfam


