
Limosilactobacillus vaginalis str ATCC 49540 id GCA 000159435 1
Limosilactobacillus vaginalis str DSM 5837 id GCA 001435915 1

Limosilactobacillus vaginalis str LV515 id GCA 009362935 1
Limosilactobacillus vaginalis str AM LB9 id GCA 025311515 1
Limosilactobacillus vaginalis str GSH01 id GCA 025677785 1

Limosilactobacillus vaginalis str LV1494 C165 id GCA 028607005 1
Limosilactobacillus vaginalis str VAG1 id GCA 026935945 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

Limosilact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 45

num_genes_... sqrt 0 0 9.4340

num_genome... none 0 0 7

Limosilactobacillus vaginalis homd HMT 051
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2239) KNOWN (87)CAZyme

KNOWN (1654) UNKNOWN (672)COG20 CATEGORY

KNOWN (1654) UNKNOWN (672)COG20 FUNCTION

UNKNOWN (1906) KNOWN (420)COG20 PATHWAY

KNOWN (1185) UNKNOWN (1141)KEGG BRITE

UNKNOWN (2121) KNOWN (205)KEGG Class

UNKNOWN (2121) KNOWN (205)KEGG Module

KNOWN (1187) UNKNOWN (1139)KOfam

KNOWN (1771) UNKNOWN (555)Pfam


