Limosilactobacilius vaginalis homa HMVI T 051

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Limosilactobacillus vaginalis str ATCC 49540 id GCA 000159435 1 B I
Limosilactobacillus vaginalis str DSM 5837 id GCA 001435915 1 | |
Limosilactobacillus vaginalis str LV515 id GCA 009362935 1 | I‘ -_
Limosilactobacillus vaginalis str AM LB9 id GCA 025311515 1 H"
Limosilactobacillus vaginalis str GSHO1 id GCA 0256777851 |||} |l
Limosilactobacillus vaginalis str LV1494 C165 id GCA 028607005 1 - I I

Limosilactobacillus vaginalis str VAG1 id GCA 026935945 1 .
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CAZyme UNKNOWN (2239) [l KNOWN (87)
COG20 CATEGORY B KNOWN (1654) | | UNKNOWN (672)

COGZO FU NCTION B KNOWN (1654) UNKNOWN (672)
COGQO PATHWAY UNKNOWN (1906) 8 KNOWN (420)
KEGG BRITE B KNOWN (1185) UNKNOWN (1141)

KEGG ClaSS UNKNOWN (2121) l KNOWN (205)

KEGG Module - jnknown @121) m known 20s)

KOfam B KNOWN (1187) [ | UNKNOWN (1139)
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