Lysinipbacilius tusitormis homd HM | 614

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Lysinibacillus fusiformis str KCCM 35418 id GCA 004101885 1 .8t 1 @ 0
Lysinibacillus fusiformis str ATCC 7055 id GCA 003049525 1 | - {
Lysinibacillus fusiformis str NBRC 15717 id GCA 006540205 1 -, |
Lysinibacillus fusiformis str NRRL NRS 350 id GCA 003367495 1 -w
Lysinibacillus fusiformis str M5 id GCA 001726065 1 B 1
Lysinibacillus fusiformis str PWPW T2 id GCA 030435155 1 B (i1 T
Lysinibacillus fusiformis str H) T1 id GCA 025398895 1 N e
Lysinibacillus fusiformis str G5 M11b id GCA 028994155 1 [ | 1| R 1] I
Lysinibacillus fusiformis str RB 21 id GCA 0007247753 [} 1 B 1IN
COG20 FUNCTION || [1[11 | |y T TR T U E 9 I
KOfam | | | L T T T I EVNF
Pfarm | |

CAZYyme  ynknown 6752) m KNOWN (154
COG20 CATEGORY g nown @e7a)  unknown 2632

COGZO FU NCTION B KNOWN (4274) UNKNOWN (2632)
COGZO PATHWAY UNKNOWN (6010) l KNOWN (896)
KEGG BRITE UNKNOWN (4003) 8 KNOWN (2903)

KEGG Class  ynknown a0 B KNOWN (507)

KEGG Module  jnknvown 399 B KNOWN (507)

KOfam UNKNOWN (3999) [l KNOWN (2907)

Pfam B KNOWN (4745) | | UNKNOWN (2161)




