
Methanobrevibacter oralis str YH id GCA 912073625 1
Methanobrevibacter oralis str DSM 7256 id GCA 001639275 1

Methanobrevibacter oralis str M2 CSUR P5920 id GCA 900289035 1
Methanobrevibacter oralis str JMR01 id GCA 000529525 1

Methanobrevibacter oralis str MGYG HGUT 02162 id GCA 902384065 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Methanobre... none 180 0 1

Methanobre... none 180 0 1

Methanobre... none 180 0 1

Methanobre... none 180 0 1

Methanobre... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 14

num_genes_... sqrt 0 0 6.7082

num_genome... none 0 0 5

Methanobrevibacter oralis homd HMT 815
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2032) KNOWN (44)CAZyme

KNOWN (1424) UNKNOWN (652)COG20 CATEGORY

KNOWN (1425) UNKNOWN (651)COG20 FUNCTION

UNKNOWN (1593) KNOWN (483)COG20 PATHWAY

UNKNOWN (1104) KNOWN (972)KEGG BRITE

UNKNOWN (1810) KNOWN (266)KEGG Class

UNKNOWN (1810) KNOWN (266)KEGG Module

UNKNOWN (1100) KNOWN (976)KOfam

KNOWN (1497) UNKNOWN (579)Pfam


