IVlicrobacterium ginsengisoll homd AM 1 1895

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

= =
Microbacterium ginsengisoli str na id GCA 001725695 1 ‘I \ | \ I II II
Microbacterium ginsengisoli str SRR3901706 bin 73 CONCOCT v1 1 MAG id GCA 937997015 1 | ||
Microbacterium ginsengisoli str 71 23 id GCA 001897265 1 \ II
Microbacterium ginsengisoli str Leaf347 id GCA 001423805 1 | II
Microbacterium ginsengisoli str SCN18 10 11 15 R2 B 70 295 id GCA 017306455 1 I‘
Microbacterium ginsengisoli str SCN18 26 2 15 R4 P 70 222 id GCA 0173065151 | [Jij|

Microbacterium ginsengisoli str 4NA327F11 id GCA 005503465 1 [} |

Microbacterium ginsengisoli str IN25 id GCA 002694325 1 \ . | || I
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CAZyme UNKNOWN (3756) [l KNOWN (103)
COG20 CATEGORY Il KNOWN (2727) | | UNKNOWN (1132)

COGZO FU NCTION B KNOWN (2728) UNKNOWN (1131)
COGZO PATHWAY UNKNOWN (3123) l KNOWN (736)
KEGG BRITE UNKNOWN (2001) B8 KNOWN (1858)

KEGG Class UNKNOWN (3438) ll KNOWN (421)

KEGG Module  ynknvown (3438) [l KNOWN (421)

KOfam - ynkvown (1988) [l KNOWN (1871)

Pfam g xnown @s7s)  unknown @s1)




