
Mitsuokella multacida str AM81 05CM05A id GCA 027665925 1
Mitsuokella multacida str AM32 5 id GCA 027670365 1

Mitsuokella multacida str AM38 7BH id GCA 027670005 1
Mitsuokella multacida str AM25 21AC id GCA 003470225 1

Mitsuokella multacida str AM25 2 id GCA 027671285 1
Mitsuokella multacida str AM29 17AC id GCA 027670565 1

Mitsuokella multacida str An892 id GCA 021531445 1
Mitsuokella multacida str REFINED METABAT215 TOP10 CONTIGS 1500 ASSEMBLY K77 MERGED Nepal MoBio Fiber Hadza Nepal D 17 CHE1007SZ 92 id GCA 934233785 1

Mitsuokella multacida str MGYG HGUT 01316 id GCA 902373875 1
Mitsuokella multacida str DSM 20544 id GCA 000155955 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

Mitsuokell... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 9

num_genes_... sqrt 0 0 8.2462

num_genome... none 0 0 10

Mitsuokella multacida homd HMT 684
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3406) KNOWN (142)CAZyme

KNOWN (2492) UNKNOWN (1056)COG20 CATEGORY

KNOWN (2492) UNKNOWN (1056)COG20 FUNCTION

UNKNOWN (2898) KNOWN (650)COG20 PATHWAY

KNOWN (1795) UNKNOWN (1753)KEGG BRITE

UNKNOWN (3162) KNOWN (386)KEGG Class

UNKNOWN (3162) KNOWN (386)KEGG Module

KNOWN (1796) UNKNOWN (1752)KOfam

KNOWN (2641) UNKNOWN (907)Pfam


