Vlogibacterium diversum homd AM | 993

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Mogibacterium diversum str JCVI 12 bin 13 id GCA 015263815 1 - .I _‘ m”l |H IHlH .
Mogibacterium diversum str CCUG 47132 id GCA 002998925 1 [ RGN N
Mogibacterium diversum str JcVI JB Md32 id GCA 023303005 1 | EEGTGTTNGNGG i | |

Mogibacterium diversum str HRGM Genome 2975 id GCA 019417565 1 I -I|I_|H“||H|H“| “ “ I .

Mogibacterium diversum str JCVI 47 bin 23 id GCA 015263615 1 - ‘I _"“ II | I I

Mogibacterium diversum str JCVI 8 bin 1 id GCA 015263645 1 - -’|||_H|“mlllm |“ I -
Mogibacterium diversum str JCVI 23 bin 10 id GCA 015263765 1 I -’ _H‘I‘Il‘l”l H |‘ I
Mogibacterium diversum str RAGGC 219 id GCA 030825185 1 -I‘_‘““”Il I‘ ‘lHIlH”
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CAZyme  ynknown 2o B KNOWN (19)
COG20 CATEGORY I KNOWN (1509) | | UNKNOWN (780)

COGZO FU NCTION B KNOWN (1509) UNKNOWN (780)
COGZO PATHWAY | UNKNOWN (1870) B8 KNOWN (419)
KEGG BRITE UNKNOWN (1207) 8 KNOWN (1082)

KEGG Class UNKNOWN (2095) ] KNOWN (194)

KEGG MOdUIe UNKNOWN (2095) l KNOWN (194)

KOfam  ynunown (1202 I KNOWN (1087)

Pfam g «nown (682 uninown 607




