
Mogibacterium diversum str JCVI 12 bin 13 id GCA 015263815 1
Mogibacterium diversum str CCUG 47132 id GCA 002998925 1
Mogibacterium diversum str JCVI JB Md32 id GCA 023303005 1

Mogibacterium diversum str HRGM Genome 2975 id GCA 019417565 1
Mogibacterium diversum str JCVI 47 bin 23 id GCA 015263615 1

Mogibacterium diversum str JCVI 8 bin 1 id GCA 015263645 1
Mogibacterium diversum str JCVI 23 bin 10 id GCA 015263765 1

Mogibacterium diversum str RAGGC 219 id GCA 030825185 1
Mogibacterium diversum str T C M MAG 00002 id GCA 013333095 2

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 7

num_genes_... sqrt 0 0 5.2915

num_genome... none 0 0 9

Mogibacterium diversum homd HMT 593
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2270) KNOWN (19)CAZyme

KNOWN (1509) UNKNOWN (780)COG20 CATEGORY

KNOWN (1509) UNKNOWN (780)COG20 FUNCTION

UNKNOWN (1870) KNOWN (419)COG20 PATHWAY

UNKNOWN (1207) KNOWN (1082)KEGG BRITE

UNKNOWN (2095) KNOWN (194)KEGG Class

UNKNOWN (2095) KNOWN (194)KEGG Module

UNKNOWN (1202) KNOWN (1087)KOfam

KNOWN (1682) UNKNOWN (607)Pfam


