
Mogibacterium timidum str ERR589642 bin 35 CONCOCT v1 1 MAG id GCA 938045515 1
Mogibacterium timidum str HRGM Genome 3781 id GCA 019416225 1

Mogibacterium timidum str SRR9217490 mag bin 8 id GCA 905373865 1
Mogibacterium timidum str CM50 id GCA 000293155 1

Mogibacterium timidum str ATCC 33093 id GCA 000525775 1
Mogibacterium timidum str W9173 id GCA 013394805 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

Mogibacter... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 4.2426

num_genome... none 0 0 6

Mogibacterium timidum homd HMT 042
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2146) KNOWN (23)CAZyme

KNOWN (1530) UNKNOWN (639)COG20 CATEGORY

KNOWN (1530) UNKNOWN (639)COG20 FUNCTION

UNKNOWN (1766) KNOWN (403)COG20 PATHWAY

KNOWN (1088) UNKNOWN (1081)KEGG BRITE

UNKNOWN (1995) KNOWN (174)KEGG Class

UNKNOWN (1995) KNOWN (174)KEGG Module

KNOWN (1091) UNKNOWN (1078)KOfam

KNOWN (1666) UNKNOWN (503)Pfam


