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Mogibacterium timidum str ERR589642 bin 35 CONCOCT v1 1 MAG id GCA 938045515 1 B Bl
Mogibacterium timidum str HRGM Genome 3781 id GCA 019416225 1 ] 1 111

Mogibacterium timidum str SRR9217490 mag bin 8 id GCA 905373865 1 || -,
Mogibacterium timidum str CM50 id GCA 000293155 1 s 1

Mogibacterium timidum str ATCC 33093 id GCA 000525775 1 _ 1 NI,
Mogibacterium timidum str W9173 id GCA 013394805 1 H 1B
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CAZyme  ynknown @146 B KNOWN (23)
COG20 CATEGORY I KNOWN (1530) | | UNKNOWN (639)

COGZO FU NCTION B KNOWN (1530) UNKNOWN (639)
COG2O PATHWAY UNKNOWN (1766) [l KNOWN (403)
KEGG BRITE B KNOWN (1088) UNKNOWN (1081)

KEGG Class UNKNOWN (1995) ] KNOWN (174)

KEGG Module  jnknvown (1oes) B KNOWN (174)

KOfam B KNOWN (1091) | | UNKNOWN (1078)

Pfam B KNOWN (1666) | | UNKNOWN (503)




