
Mycobacterium leprae str MRHRU 235 G id GCA 003253775 1
Mycobacterium leprae str na id GCA 000026685 1

Mycobacterium leprae str Kyoto 2 id GCA 003584725 1
Mycobacterium leprae str TN id GCA 000195855 1

Mycobacterium leprae str 3125609 id GCA 001653495 1
Mycobacterium leprae str 7935681 id GCA 001648835 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Mycobacter... none 180 0 1

Mycobacter... none 180 0 1

Mycobacter... none 180 0 1

Mycobacter... none 180 0 1

Mycobacter... none 180 0 1

Mycobacter... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 36

num_genes_... sqrt 0 0 10.5357

num_genome... none 0 0 6

Mycobacterium leprae homd HMT 823
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (3915) KNOWN (57)CAZyme

KNOWN (2092) UNKNOWN (1880)COG20 CATEGORY

KNOWN (2092) UNKNOWN (1880)COG20 FUNCTION

UNKNOWN (3203) KNOWN (769)COG20 PATHWAY

UNKNOWN (2921) KNOWN (1051)KEGG BRITE

UNKNOWN (3670) KNOWN (302)KEGG Class

UNKNOWN (3670) KNOWN (302)KEGG Module

UNKNOWN (2913) KNOWN (1059)KOfam

UNKNOWN (2305) KNOWN (1667)Pfam


