CAZyme

IVlycobacterium tuberculosis homa HM 1 822

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Mycobacterium tuberculosis str Beijing NITR203 id GCA 000364825 1 || | ||
Mycobacterium tuberculosis str H37Rv id GCA 000667805 1| || G
Mycobacterium tuberculosis str GG 186 10 id GCA 002886865 1 | [ NG
Mycobacterium tuberculosis str H37Rv id GCA 000195955 2
Mycobacterium tuberculosis str H37Rv id GCA 000277735 2
Mycobacterium tuberculosis str 49 02 id GCA 000786505 1 |
Mycobacterium tuberculosis str SCAID 187 0 id GCA 001275565 2 |
Mycobacterium tuberculosis str SEA14318P6C4 id GCA 014899365 1 ||

Mycobacterium tuberculosis str Haarlem id GCA 000153685 2 || |1 I

Mycobacterium tuberculosis str 10004000 1 id GCA 001895805 1 | ||}
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UNKNOWN (3835) [l KNOWN (108)

COG2O CATEGORY B KNOWN (3046) UNKNOWN (897)
COGZO FU NCTION B KNOWN (3047) UNKNOWN (896)

COG20 PATHWAY
KEGG BRITE
KEGG Class
KEGG Module
KOfam

Pfam

UNKNOWN (3011) ] KNOWN (932)

I KNOWN (2088) | | UNKNOWN (1855)

UNKNOWN (3429) B KNOWN (514)

UNKNOWN (3429) l KNOWN (514)

B KNOWN (2104) UNKNOWN (1839)

B KNOWN (3317) UNKNOWN (626)




