IVlycolicibacterium neocaurum homd HVI| 692

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Mycolicibacterium neoaurum str DSM 44074 id GCA 000724065 1 . I I .I_
Mycolicibacterium neoaurum str ATCC 25795 id GCA 000691525 1 ||} | | I
Mycolicibacterium neoaurum str DSM 44074 id GCA 005670605 1 [} | | I
Mycolicibacterium neoaurum str MN2019 id GCA 018363015 1 | - ‘ |||.“I _
Mycolicibacterium neoaurum str NRRL B 3805 id GCA 006715585 1 I . I‘ “ . _

Mycolicibacterium neoaurum str HGMS2 id GCA 003367335 1 .
Mycolicibacterium neoaurum str VKM Ac 1815D id GCA 000317305 3 .
Mycolicibacterium neoaurum str NRRL B 3805 id GCA 001580405 1 .
Mycolicibacterium neoaurum str DSM 1381 id GCA 027857015 1 I -‘

Mycolicibacterium neoaurum str DSM 43536 id GCA 027627515 1 I
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CAZyme  ynnown 6473 B KNOWN (179)
COG20 CATEGORY B KNOWN (4885) | UNKNOWN (1767)

COGZO FU NCTION B KNOWN (4885) UNKNOWN (1767)
COGZO PATHWAY UNKNOWN (5239) B8 KNOWN (1413)
KEGG BRITE UNKNOWN (3475) B8 KNOWN (3177)

KEGG Class  ynknown sos1) B KNOWN (701)

KEGG Module UNKNOWN (5951) il KNOWN (701)

KOfam UNKNOWN (3461) [l KNOWN (3191)

Pfam g known s326)  unknown (1326)




