
Mycoplasmoides pneumoniae str 85084 id GCA 001272795 1
Mycoplasmoides pneumoniae str 11 129 id GCA 009945165 1

Mycoplasmoides pneumoniae str S63 tet R id GCA 002090215 1
Mycoplasmoides pneumoniae str 10 1213 id GCA 009946845 1

Mycoplasmoides pneumoniae str 685 id GCA 002127985 1
Mycoplasmoides pneumoniae str 16 734 id GCA 009939745 1

Mycoplasmoides pneumoniae str K27 id GCA 002128185 1
Mycoplasmoides pneumoniae str FH id GCA 000143945 1

Mycoplasmoides pneumoniae str NCTC10119 id GCA 900660465 1
Mycoplasmoides pneumoniae str FH id GCA 001272835 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

Mycoplasmo... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 15

num_genes_... sqrt 0 0 11.4891

num_genome... none 0 0 10

Mycoplasmoides pneumoniae homd HMT 732
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (677) KNOWN (4)CAZyme

KNOWN (449) UNKNOWN (232)COG20 CATEGORY

KNOWN (449) UNKNOWN (232)COG20 FUNCTION

UNKNOWN (508) KNOWN (173)COG20 PATHWAY

UNKNOWN (341) KNOWN (340)KEGG BRITE

UNKNOWN (623) KNOWN (58)KEGG Class

UNKNOWN (623) KNOWN (58)KEGG Module

KNOWN (341) UNKNOWN (340)KOfam

KNOWN (526) UNKNOWN (155)Pfam


