
Nanosynbacter fur str CM001 id GCA 013099195 1
Nanosynbacter fur str FS13P id GCA 010202465 1

Nanosynbacter fur str ML1 id GCA 030253515 1
Nanosynbacter fur str FS15P id GCA 010202115 1

Nanosynbacter fur str CM006 id GCA 013100825 1
Nanosynbacter fur str CM010 id GCA 013098515 1
Nanosynbacter fur str AC001 id GCA 005697215 1
Nanosynbacter fur str HB001 id GCA 013394755 1
Nanosynbacter fur str AC002 id GCA 013100845 1

Nanosynbacter fur str P B F MAG 00030 id GCA 013333695 2
Nanosynbacter fur str FS03P id GCA 013100805 1

Nanosynbacter fur str FS05P B id GCA 010202845 1
Nanosynbacter fur str CM002 id GCA 013099015 1
Nanosynbacter fur str FS07P id GCA 010202645 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

Nanosynbac... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 13

num_genes_... sqrt 0 0 5.6569

num_genome... none 0 0 14

Nanosynbacter fur homd HMT 488
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1641) KNOWN (34)CAZyme

UNKNOWN (861) KNOWN (814)COG20 CATEGORY

UNKNOWN (861) KNOWN (814)COG20 FUNCTION

UNKNOWN (1459) KNOWN (216)COG20 PATHWAY

UNKNOWN (1138) KNOWN (537)KEGG BRITE

UNKNOWN (1613) KNOWN (62)KEGG Class

UNKNOWN (1613) KNOWN (62)KEGG Module

UNKNOWN (1135) KNOWN (540)KOfam

KNOWN (911) UNKNOWN (764)Pfam


