Nanosynpbacter sp HM I 352 homad HM | 352

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Nanosynbacter sp HMT 352 str TM7 057 id GCA 022828295 1 || []| | |||l - Ay
Nanosynbacter sp HMT 352 str TM7 087 id GCA 022828365 1 || |[I[I| I NI | |
Nanosynbacter sp HMT 352 str OHS0013 id GCA 0209120251 || |l 1111 I B i
Nanosynbacter sp HMT 352 str JCVI 1 bin 14 id GCA 015257495 1 |H ‘I‘ H" II‘I|I||||H I
Nanosynbacter sp HMT 352 str TM7 HOT 352 5AG8 id GcA 0078452651 | |11 (IR |
Nanosynbacter sp HMT 352 str TM7 075 id GCA 022828255 1 || | [Nl 1IN W |
Nanosynbacter sp HMT 352 str TM7 033 id GCA 022828285 1 I I I | “I
Nanosynbacter sp HMT 352 str TM7 037 id GCA 0228193451 | I | 1IN

Nanosynbacter sp HMT 352 str TM7 001 id GcA 022819385 1 (|1 (11 1NN B
Nanosynbacter sp HMT 352 str TM7 076 id GcA 0228283251 || 1| |11 NI B .y
Nanosynbacter sp HMT 352 str TM7 053 id GCA 022828375 1 || | |||/l ILII | e 0000
Nanosynbacter sp HMT 352 str KC1 id GCA 021222645 1 ” | || |‘I“|HI|H| ‘ I‘I_
Nanosynbacter sp HMT 352 str TM7 008 id GCA 022828245 1 |[||| | Wil B .
Nanosynbacter sp HMT 352 str TM7 072 id GCA 022819365 1 [[[I [|[ il Il Il a0
COG20 FUNCTION [ IV A0 1AVOEY A OO 0T OO 0 A A o TN I YRS IV
KOfarm | ([l [| 0T W0 DO PR O E FEE B0 EFEEE P A OO AL RO AR
Pfary {10000 O 001 00 O A0 1 A0 00O 0 R

CAZyme  ynknown (1510 B KNOWN (46)
COG20 CATEGORY  ynknown @34 B KNOWN (722)

COGZO FU NCTION UNKNOWN (834) [l KNOWN (722)
COGZO PATHWAY UNKNOWN (1361) ] KNOWN (195)
KEGG BRITE UNKNOWN (1087) ] KNOWN (469)

KEGG Class UNKNOWN (1501) [l KNOWN (55)

KEGG Module UNKNOWN (1501) il KNOWN (55)

KOfam  ynknown (1083) [l KNOWN (473)

Pfam g inown e unknown (73




