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Nanosyncoccus sp HMT 351 str JCVI 32 bin 36 id GCA 015257485 1
Nanosyncoccus sp HMT 351 str TM7 HOT 351 SAG3 id GCA 007845165 1
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CAZyme UNKNOWN (1026) [l KNOWN (26)
COG20 CATEGORY B KNOWN (533) | | UNKNOWN (519)

COGZO FU NCTION B KNOWN (534) UNKNOWN (518)
COGQO PATHWAY UNKNOWN (889) B KNOWN (163)
KEGG BRITE UNKNOWN (686) ll KNOWN (366)

KEGG Class UNKNOWN (1025) [l KNOWN (27)

KEGG Module UNKNOWN (1025) [l KNOWN (27)

KOfam  yninown es2) B KNOWN (370)
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