Nanosyncoccus sp HM 1T 364 homa HM | 364

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Nanosyncoccus sp HMT 364 str T A F MAG 00015 id GCA 013333375 2
Nanosyncoccus sp HMT 364 str TM7 HOT 351 SAG4 id GCA 007845135 1 .
Nanosyncoccus sp HMT 364 str T C F MAG 00008 id GCA 013333155 2 .
Nanosyncoccus sp HMT 364 str T D F MAG 00008 id GCA 013332965 2 l
Nanosyncoccus sp HMT 364 str JCVI 1 bin 4 id GCA 015257505 1

Nanosyncoccus sp HMT 364 str T A F MAG 00011 id GCA 013333415 2 B
Nanosyncoccus sp HMT 364 str T B M MAG 00011 id GCA 013333205 2 ||} il
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CAZyme UNKNOWN (1241) [l KNOWN (32)
COG20 CATEGORY UNKNOWN (659) ll KNOWN (614)

COG20 FUNCTION UNKNOWN (659) Jll KNOWN (614)
COG20 PATHWAY UNKNOWN (1097) i} KNOWN (176)
KEGG BRITE UNKNOWN (851) il KNOWN (422)

KEGG Class UNKNOWN (1240) [l KNOWN (33)

KEGG Module UNKNOWN (1240) il KNOWN (33)

KOfam UNKNOWN (849) il KNOWN (424)
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