
Nanosyncoccus sp HMT 364 str T A F MAG 00015 id GCA 013333375 2
Nanosyncoccus sp HMT 364 str TM7 HOT 351 SAG4 id GCA 007845135 1

Nanosyncoccus sp HMT 364 str T C F MAG 00008 id GCA 013333155 2
Nanosyncoccus sp HMT 364 str T D F MAG 00008 id GCA 013332965 2

Nanosyncoccus sp HMT 364 str JCVI 1 bin 4 id GCA 015257505 1
Nanosyncoccus sp HMT 364 str T A F MAG 00011 id GCA 013333415 2

Nanosyncoccus sp HMT 364 str T B M MAG 00011 id GCA 013333205 2
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Nanosyncoc... none 180 0 1

Nanosyncoc... none 180 0 1

Nanosyncoc... none 180 0 1

Nanosyncoc... none 180 0 1

Nanosyncoc... none 180 0 1

Nanosyncoc... none 180 0 1

Nanosyncoc... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 4

num_genes_... sqrt 0 0 4.1231

num_genome... none 0 0 7

Nanosyncoccus sp HMT 364 homd HMT 364
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (1241) KNOWN (32)CAZyme

UNKNOWN (659) KNOWN (614)COG20 CATEGORY

UNKNOWN (659) KNOWN (614)COG20 FUNCTION

UNKNOWN (1097) KNOWN (176)COG20 PATHWAY

UNKNOWN (851) KNOWN (422)KEGG BRITE

UNKNOWN (1240) KNOWN (33)KEGG Class

UNKNOWN (1240) KNOWN (33)KEGG Module

UNKNOWN (849) KNOWN (424)KOfam

KNOWN (716) UNKNOWN (557)Pfam


