
Neisseria bacilliformis str ATCC BAA 1200 id GCA 000194925 1
Neisseria bacilliformis str DSM 23338 id GCA 014055025 1

Neisseria bacilliformis str SRR1952572 bin 59 CONCOCT v1 1 MAG id GCA 937890425 1
Neisseria bacilliformis str 203 NMEN id GCA 001063965 1
Neisseria bacilliformis str 914 NLAC id GCA 001067635 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 23

num_genes_... sqrt 0 0 6.4031

num_genome... none 0 0 5

Neisseria bacilliformis homd HMT 013
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2766) KNOWN (41)CAZyme

KNOWN (1933) UNKNOWN (874)COG20 CATEGORY

KNOWN (1935) UNKNOWN (872)COG20 FUNCTION

UNKNOWN (2256) KNOWN (551)COG20 PATHWAY

KNOWN (1506) UNKNOWN (1301)KEGG BRITE

UNKNOWN (2458) KNOWN (349)KEGG Class

UNKNOWN (2458) KNOWN (349)KEGG Module

KNOWN (1508) UNKNOWN (1299)KOfam

KNOWN (2057) UNKNOWN (750)Pfam


