
Neisseria elongata str ATCC 25295 id GCA 900113545 1
Neisseria elongata str M15911 id GCA 003351545 1

Neisseria elongata str NCTC10660 id GCA 900453895 1
Neisseria elongata str C2013010062 id GCA 003044985 1
Neisseria elongata str C2010010207 id GCA 003044605 1

Neisseria elongata str M15910 id GCA 003351685 1
Neisseria elongata str C2011003085 id GCA 003044625 1

Neisseria elongata str HMSC31F04 id GCA 001807735 1
Neisseria elongata str ERR589473 bin 60 CONCOCT v1 1 MAG id GCA 938046305 1

Neisseria elongata str C2013018262 id GCA 003044725 1
Neisseria elongata str C2014003241 id GCA 003044785 1

Neisseria elongata str 1279 NMEN id GCA 001061435 1
Neisseria elongata str AR 0945 id GCA 016900855 1

Neisseria elongata str SRR1045097 bin 5 metaWRAP v1 1 MAG id GCA 915066195 1
Neisseria elongata str SRR9217389 mag bin 9 id GCA 905371655 1

Neisseria elongata str 404 NMEN id GCA 001064875 1
Neisseria elongata str 431 NMEN id GCA 001064935 1

Neisseria elongata str ATCC 29315 id GCA 000176755 2
Neisseria elongata str ATCC 29315 id GCA 000818035 1
Neisseria elongata str NCTC11050 id GCA 900475815 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

Neisseria_... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 26

num_genes_... sqrt 0 0 16.1864

num_genome... none 0 0 20

Neisseria elongata homd HMT 598
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (4431) KNOWN (64)CAZyme

KNOWN (2546) UNKNOWN (1949)COG20 CATEGORY

KNOWN (2547) UNKNOWN (1948)COG20 FUNCTION

UNKNOWN (3874) KNOWN (621)COG20 PATHWAY

UNKNOWN (2710) KNOWN (1785)KEGG BRITE

UNKNOWN (4113) KNOWN (382)KEGG Class

UNKNOWN (4113) KNOWN (382)KEGG Module

UNKNOWN (2703) KNOWN (1792)KOfam

KNOWN (2776) UNKNOWN (1719)Pfam


