Nelsseria gonorrnoeae homd RHIVIT 621

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Neisseria gonorrhoeae str 35 02 id GCA 001047275 1 || II ‘I_‘ H |
Neisseria gonorrhoeae str NCTC13799 id GCA 900186935 1 II |I ‘IH_'HH
Neisseria gonorrhoeae str NJ1914215 id GCA 030644965 1 I- ||_ ”
Neisseria gonorrhoeae str SRRSH204 id GCA 016802425 1 |-I_ |H m
Neisseria gonorrhoeae str TFG B2 id GCA 004332555 2 ‘.II"_ | I
Neisseria gonorrhoeae str WHO Y id GCA 900087685 2 |.l||\_ “ ‘Il
Neisseria gonorrhoeae str DSM 9188 id GCA 003315235 1 ||. “Ilm_‘ ”I‘ I
Neisseria gonorrhoeae str 10612 id GCA 025170665 2 ..I H_| ”‘”
Neisseria gonorrhoeae str 10574 id GCA 021193625 2 |.. ‘l_” |”
Neisseria gonorrhoeae str 10720 id GCA 025170155 2 ..II m_| |I‘

COG20 FUN CTION | | 0 T A E O gl 10
KO Famm | M TNAT I ST 1
P& [ 0 0 M o1 0

CAZyme UNKNOWN (2166) [l KNOWN (37)
COG20 CATEGORY B KNOWN (1650) | | UNKNOWN (553)

COG20 FUNCTION B KNOWN (1650) | | UNKNOWN (553)
COG20 PATHWAY | UNKNOWN (1680) [ll KNOWN (523)
KEGG BRITE B KNOWN (1317) | | UNKNOWN (886)

KEGG ClaSS UNKNOWN (1859) B KNOWN (344)

KEGG Module  jnknown tssg B KNOWN (344)

KOfam g known (1319 unknown se)

Pfam B KNOWN (1719) UNKNOWN (484)




