Paenibacillus typhae homa HVII 048

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Paenibacillus typhae str CGMCC 1 11012 id GCA 900099765 1 |||}

Paenibacillus typhae str I2 R2 id GCA 019748915 1
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CAZyme UNKNOWN (6014) [ll KNOWN (425)
COG20 CATEGORY B KNOWN (5020) | | UNKNOWN (1419)

COGZO FU NCTION B KNOWN (5020) UNKNOWN (1419)
COGZO PATHWAY UNKNOWN (5523) l KNOWN (916)
KEGG BRITE B KNOWN (3549) UNKNOWN (2890)

KEGG ClaSS UNKNOWN (5892) Bl KNOWN (547)

KEGG Module  ynknvown (5892) [l KNOWN (547)

KOfam g known @554 unknown esss)

Pfam B KNOWN (5323) | | UNKNOWN (1116)




