
Paludibacteraceae G1 bacterium HMT 274 str SRR9217414 bin 53 CONCOCT v1 1 MAG id GCA 937922685 1
Paludibacteraceae G1 bacterium HMT 274 str F0058 id GCA 000163695 1

Paludibacteraceae G1 bacterium HMT 274 str SRR9217416 mag bin 1 id GCA 905372485 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Paludibact... none 180 0 1

Paludibact... none 180 0 1

Paludibact... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 8

num_genes_... sqrt 0 0 4.2426

num_genome... none 0 0 3

Paludibacteraceae G1 bacterium HMT 274 homd HMT 274
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2278) KNOWN (66)CAZyme

KNOWN (1418) UNKNOWN (926)COG20 CATEGORY

KNOWN (1419) UNKNOWN (925)COG20 FUNCTION

UNKNOWN (1919) KNOWN (425)COG20 PATHWAY

UNKNOWN (1341) KNOWN (1003)KEGG BRITE

UNKNOWN (2112) KNOWN (232)KEGG Class

UNKNOWN (2112) KNOWN (232)KEGG Module

UNKNOWN (1337) KNOWN (1007)KOfam

KNOWN (1625) UNKNOWN (719)Pfam


