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Paludibacteraceae G1 bacterium HMT 274 str SRR9217414 bin 53 CONCOCT v1 1 MAG id GCA 937922685 1 B e
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CAZyme UNKNOWN (2278) [l KNOWN (66)
COG20 CATEGORY B KNOWN (1418) | | UNKNOWN (926)

COGZO FUNCTION B KNOWN (1419) UNKNOWN (925)
COGZO PATHWAY UNKNOWN (1919) Bl KNOWN (425)
KEGG BRITE UNKNOWN (1341) B KNOWN (1003)

KEGG CIaSS UNKNOWN (2112) Bl KNOWN (232)

KEGG Module  jnuknvown @112 B KNOWN (232)

KOfam  ynuwown (1337) I KNOWN (1007)

Pfam B KNOWN (1625) | UNKNOWN (719)




