Parabacteroigaes merdae homd HM I 974

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Parabacteroides merdae str CE91 5t3 id GCA 022835275 1 | ||| G 1| B I e
Parabacteroides merdae str NB2A 29 D6 id GCA 024125345 1 || NG || |}
Parabacteroides merdae str NCTC13052 id GCA 900445495 1 _‘Ill |
Parabacteroides merdae str ATCC 43184 id GCA 025151215 1 -_‘II |

Parabacteroides merdae str FDAARGOS 1586 id GCA 020735605 1 ||| NNNENNENGEGEGEGEGEEEEEEEEE 2 |

Parabacteroides merdae str BFG 550 id GCA 024791515 1 \._‘I‘I” | | I ” .
Parabacteroides merdae str GSH2021 id GCA 024592595 1 -l_l" ‘ I IH I
Parabacteroides merdae str AM16 50 id GCA 003470675 1 I HH _‘I H ‘ “ ‘ll I H‘l‘ -
Parabacteroides merdae str BFG 280id GcA 020091365 1 ||| | T (B | B
Parabacteroides merdae str CLO6T03C08 id GCA 018289315 1 || RS -
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CAZyme  jnknown (6030) [l KNOWN (361)
COG20 CATEGORY B KNOWN (3519) | | UNKNOWN (2872)

COGZO FU NCTION B KNOWN (3519) UNKNOWN (2872)
COGQO PATHWAY UNKNOWN (5669) [l KNOWN (722)
KEGG BRITE UNKNOWN (4098) l KNOWN (2293)

KEGG Class UNKNOWN (5966) [l KNOWN (425)

KEGG Module UNKNOWN (5966) [l KNOWN (425)

KOfam UNKNOWN (4095) [l KNOWN (2296)
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