Parvisynpacter sp HVIl 346 homd HM | 343

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Parvisynbacter sp HMT 348 str Jcvi 6 bin 10id GcA 0152575451 ||| [ ]
Parvisynbacter sp HMT 348 str JcvI 1 bin 5id GcA 015257575 1 [[||| | N T H |1
Parvisynbacter sp HMT 348 str Jcv1 32 bin 19 id GCA 015257555 2 || || ITEGG B |
Parvisynbacter sp HMT 348 str T C M MAG 00008 id GCA 013333055 2 ||| | i
Parvisynbacter sp HMT 348 str P B F MAG 00010 id GcA 013333815 2 [} | I 111
Parvisynbacter sp HMT 348 str P C F MAG 00004 id GCA 013333575 2 | [ || I
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CAZyme UNKNOWN (1227) [l KNOWN (28)
COG20 CATEGORY B KNOWN (734) | | UNKNOWN (521)

COGZO FU NCTION B KNOWN (734) UNKNOWN (521)
COGZO PATHWAY UNKNOWN (1051) l KNOWN (204)
KEGG BRITE UNKNOWN (768) B KNOWN (487)

KEGG Class UNKNOWN (1195) [l KNOWN (60)

KEGG Module UNKNOWN (1195) [l KNOWN (60)

KOfam UNKNOWN (767) i KNOWN (488)

Pfam g «nvown o9 unknown @ae




