Patescibacteria C1 O1 F1 G1 HMI 871 &72

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Patescibacteria C1 O1 F1 G1 bacterium HMT 872 str GN02 872 id GCA 003260325 1 [} e I
Patescibacteria C1 01 F1 G1 bacterium HMT 871 str HOT 871 id GCA 002761215 1 |||} NG e

Patescibacteria C1 O1 F1 G1 bacterium HMT 871 str P B F MAG 00016 id GCA 013333755 2
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CAZyme  jnknvown (1429) [l KNOWN (24)
COG20 CATEGORY  ynunown (775 B KNOWN (678)

COGZO FU NCTION UNKNOWN (775) B KNOWN (678)
COGZO PATHWAY UNKNOWN (1260) | KNOWN (193)
KEGG BRITE UNKNOWN (1076) [l KNOWN (377)

KEGG Class UNKNOWN (1426) i KNOWN (27)

KEGG Module UNKNOWN (1426) [l KNOWN (27)

KOfam  ynuwown (074 B KNOWN (379)

Pfam  yukvown (749) ] KNOWN (704)




