
Peptoniphilaceae G1 bacterium HMT 113 str ERR589356 bin 114 CONCOCT v1 1 MAG id GCA 937925075 1
Peptoniphilaceae G1 bacterium HMT 113 str SRR9217490 mag bin 7 id GCA 905373735 1

Peptoniphilaceae G1 bacterium HMT 113 str W5053 id GCA 000467935 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Peptoniphi... none 180 0 1

Peptoniphi... none 180 0 1

Peptoniphi... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 9

num_genes_... sqrt 0 0 3.8730

num_genome... none 0 0 3

Peptoniphilaceae G1 bacterium HMT 113 homd HMT 113
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2323) KNOWN (30)CAZyme

KNOWN (1722) UNKNOWN (631)COG20 CATEGORY

KNOWN (1722) UNKNOWN (631)COG20 FUNCTION

UNKNOWN (1911) KNOWN (442)COG20 PATHWAY

KNOWN (1182) UNKNOWN (1171)KEGG BRITE

UNKNOWN (2171) KNOWN (182)KEGG Class

UNKNOWN (2171) KNOWN (182)KEGG Module

KNOWN (1190) UNKNOWN (1163)KOfam

KNOWN (1815) UNKNOWN (538)Pfam


