
Peptoniphilus grossensis str SRR12395647 bin 57 CONCOCT v1 1 MAG id GCA 937980405 1
Peptoniphilus grossensis str MGYG HGUT 02317 id GCA 902385805 1

Peptoniphilus grossensis str ph5 id GCA 000311825 1
Peptoniphilus grossensis str HMSC062D09 id GCA 001811425 1

Peptoniphilus grossensis str UMGS92 id GCA 900539075 1
COG20 FUNCTION

KOfam
Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Peptoniphi... none 180 0 1

Peptoniphi... none 180 0 1

Peptoniphi... none 180 0 1

Peptoniphi... none 180 0 1

Peptoniphi... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 11

num_genes_... sqrt 0 0 3.8730

num_genome... none 0 0 5

Peptoniphilus grossensis homd HMT 187
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (2312) KNOWN (46)CAZyme

KNOWN (1748) UNKNOWN (610)COG20 CATEGORY

KNOWN (1748) UNKNOWN (610)COG20 FUNCTION

UNKNOWN (1919) KNOWN (439)COG20 PATHWAY

KNOWN (1236) UNKNOWN (1122)KEGG BRITE

UNKNOWN (2167) KNOWN (191)KEGG Class

UNKNOWN (2167) KNOWN (191)KEGG Module

KNOWN (1239) UNKNOWN (1119)KOfam

KNOWN (1853) UNKNOWN (505)Pfam


