
Phocaeicola dorei str JR01 id GCA 013009675 1
Phocaeicola dorei str JR02 id GCA 013009875 1
Phocaeicola dorei str JR03 id GCA 013010095 1
Phocaeicola dorei str JR04 id GCA 013010255 1
Phocaeicola dorei str JR05 id GCA 013010365 1

Phocaeicola dorei str DSM 17855 id GCA 013009555 1
Phocaeicola dorei str DSM 17855 id GCA 025146415 1

Phocaeicola dorei str 1 id GCA 030122685 1
Phocaeicola dorei str CL03T12C01 id GCA 001640865 1

COG20 FUNCTION
KOfam

Pfam

Bins

Color Name PCs Gene Calls

Bin_1 undefined undefined

undefined undefined undefined

Layers

Color Name Norm. Height Min Max

Phocaeicol... none 180 0 1

Phocaeicol... none 180 0 1

Phocaeicol... none 180 0 1

Phocaeicol... none 180 0 1

Phocaeicol... none 180 0 1

Phocaeicol... none 180 0 1

Phocaeicol... none 180 0 1

Phocaeicol... none 180 0 1

Phocaeicol... none 180 0 1

CAZyme - 0 - -

COG20_CATE... - 0 - -

COG20_FUNC...- 120 - -

COG20_PATH... - 0 - -

KEGG_BRITE - 0 - -

KEGG_Class - 0 - -

KEGG_Modul... - 0 - -

KOfam - 120 - -

Pfam - 120 - -

SCG none 0 0 1

combined_h... none 0 0 1

functional... none 0 0 1

geometric_... none 0 0 1

max_num_pa... none 0 1 14

num_genes_... sqrt 0 0 9.1104

num_genome... none 0 0 9

Phocaeicola dorei homd HMT 975
Items order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

UNKNOWN (6393) KNOWN (562)CAZyme

KNOWN (4002) UNKNOWN (2953)COG20 CATEGORY

KNOWN (4002) UNKNOWN (2953)COG20 FUNCTION

UNKNOWN (6170) KNOWN (785)COG20 PATHWAY

UNKNOWN (4466) KNOWN (2489)KEGG BRITE

UNKNOWN (6459) KNOWN (496)KEGG Class

UNKNOWN (6459) KNOWN (496)KEGG Module

UNKNOWN (4461) KNOWN (2494)KOfam

KNOWN (4840) UNKNOWN (2115)Pfam


