Porphyromonas asaccharolytica homd A1 54/

ltems order: Presence absence (D: Euclidean; L: Ward) | Current view: gene_cluster_presence_absence | Samples order: gene_cluster frequencies

Porphyromonas asaccharolytica str etXQIXaGiH bin 5 MAG id GCA 943914235 1 I I I l I
Porphyromonas asaccharolytica str ERR1018211 bin 35 CONCOCT v1 1 MAG id GCA 938034265 1 |II| - . I
Porphyromonas asaccharolytica str MGYG HGUT 04267 id GCA 902406175 1 I\ - I
Porphyromonas asaccharolytica str DSM 20707 id GCA 000212375 1 l I l .

Porphyromonas asaccharolytica str PR426713P I id GCA 000183605 2 |I‘I|. -
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CAZyme  ynknown (1959 B KNOWN (56)
COG20 CATEGORY B KNOWN (1326) | | UNKNOWN (689)

COGZO FU NCTION B KNOWN (1326) UNKNOWN (689)
COGQO PATHWAY UNKNOWN (1582) Bl KNOWN (433)
KEGG BRITE UNKNOWN (1043) Bl KNOWN (972)

KEGG Class UNKNOWN (1764) I KNOWN (251)

KEGG Module UNKNOWN (1764) ] KNOWN (251)

KOfam  ynunown (1042) B KNOWN (973)

Pfam g known se7)  unknown @4s)




